
GO:0006139
nucleobase−containing compound metabolic process

0.29220
26 / 1971

GO:0006259
DNA metabolic process

0.09923
7 / 334

GO:0006260
DNA replication

0.11637
3 / 101

GO:0006261
DNA−dependent DNA replication

0.02437
3 / 53

GO:0006270
DNA replication initiation

0.00986
2 / 13

GO:0006351
transcription, DNA−templated

0.22398
17 / 1181

GO:0006354
DNA−templated transcription, elongation

0.00222
5 / 78

GO:0006725
cellular aromatic compound metabolic process

0.40793
29 / 2336

GO:0006807
nitrogen compound metabolic process

0.29809
31 / 2387

GO:0006873
cellular ion homeostasis

0.07866
3 / 85

GO:0006874
cellular calcium ion homeostasis

0.01482
2 / 16

GO:0006875
cellular metal ion homeostasis

0.10196
2 / 46

GO:0008150
biological_process

1.00000
120 / 10187

GO:0008152
metabolic process

0.85623
62 / 5709

GO:0009058
biosynthetic process

0.56339
37 / 3172

GO:0009059
macromolecule biosynthetic process

0.27031
27 / 2029

GO:0009987
cellular process

0.28741
75 / 6068

GO:0010467
gene expression

0.50585
19 / 1585

GO:0015979
photosynthesis

0.00852
6 / 150

GO:0016070
RNA metabolic process

0.49270
19 / 1574

GO:0018130
heterocycle biosynthetic process

0.35069
19 / 1455

GO:0019438
aromatic compound biosynthetic process

0.38764
20 / 1569

GO:0019725
cellular homeostasis

0.27884
3 / 156

GO:0030003
cellular cation homeostasis

0.07230
3 / 82

GO:0032774
RNA biosynthetic process

0.22607
17 / 1183

GO:0034641
cellular nitrogen compound metabolic process

0.26948
29 / 2191

GO:0034645
cellular macromolecule biosynthetic process

0.23841
27 / 1993

GO:0034654
nucleobase−containing compound biosynthetic process

0.26886
18 / 1302

GO:0042592
homeostatic process

0.52039
3 / 233

GO:0043170
macromolecule metabolic process

0.73439
40 / 3633

GO:0044085
cellular component biogenesis

0.07301
12 / 639

GO:0044087
regulation of cellular component biogenesis

0.01457
4 / 80

GO:0044237
cellular metabolic process

0.72415
53 / 4732

GO:0044238
primary metabolic process

0.74487
52 / 4676

GO:0044249
cellular biosynthetic process

0.58737
34 / 2942

GO:0044260
cellular macromolecule metabolic process

0.62366
39 / 3410

GO:0044271
cellular nitrogen compound biosynthetic process

0.24044
20 / 1434

GO:0044699
single−organism process

0.55546
64 / 5454

GO:0044763
single−organism cellular process

0.15230
55 / 4160

GO:0046483
heterocycle metabolic process

0.40997
27 / 2171

GO:0048878
chemical homeostasis

0.20058
3 / 131

GO:0050789
regulation of biological process

0.08702
37 / 2549

GO:0050801
ion homeostasis

0.15949
3 / 117

GO:0055065
metal ion homeostasis

0.17814
2 / 65

GO:0055074
calcium ion homeostasis

0.02065
2 / 19

GO:0055080
cation homeostasis

0.13198
3 / 107

GO:0055082
cellular chemical homeostasis

0.08304
3 / 87

GO:0065007
biological regulation

0.07573
40 / 2758

GO:0065008
regulation of biological quality

0.33748
8 / 559

GO:0071704
organic substance metabolic process

0.84300
55 / 5092

GO:0071840
cellular component organization or biogenesis

0.18812
25 / 1772

GO:0072503
cellular divalent inorganic cation homeostasis

0.05125
2 / 31

GO:0072507
divalent inorganic cation homeostasis

0.07017
2 / 37

GO:0090304
nucleic acid metabolic process

0.20180
25 / 1789

GO:0097659
nucleic acid−templated transcription

0.22398
17 / 1181

GO:0098771
inorganic ion homeostasis

0.23409
2 / 78

GO:1901360
organic cyclic compound metabolic process

0.41932
30 / 2431

GO:1901362
organic cyclic compound biosynthetic process

0.41200
21 / 1673

GO:1901576
organic substance biosynthetic process

0.47181
37 / 3074


