
GO:0000975
regulatory region DNA binding

0.000113
12 / 31

GO:0001067
regulatory region nucleic acid binding

0.000113
12 / 31

GO:0003674
molecular_function

1.000000
1212 / 10279

GO:0003676
nucleic acid binding

0.000462
229 / 1598

GO:0003677
DNA binding

0.427283
117 / 974

GO:0003824
catalytic activity

0.774087
468 / 4067

GO:0004812
aminoacyl−tRNA ligase activity

0.000159
15 / 46

GO:0005488
binding

0.833184
562 / 4896

GO:0016787
hydrolase activity

0.162425
188 / 1494

GO:0016810
hydrolase activity, acting on carbon−nitrogen (but not pepti...

0.000150
14 / 41

GO:0016874
ligase activity

0.001957
30 / 148

GO:0016875
ligase activity, forming carbon−oxygen bonds

0.000159
15 / 46

GO:0016876
ligase activity, forming aminoacyl−tRNA and related compound...

0.000159
15 / 46

GO:0044212
transcription regulatory region DNA binding

0.000113
12 / 31

GO:0097159
organic cyclic compound binding

0.085567
403 / 3237

GO:1901363
heterocyclic compound binding

0.079618
403 / 3232


