
GO:0003674
molecular_function

1.000000
1979 / 11366

GO:0003676
nucleic acid binding

0.999583
216 / 1495

GO:0003723
RNA binding

0.031940
75 / 352

GO:0003735
structural constituent of ribosome

1.46e−16
106 / 280

GO:0003743
translation initiation factor activity

0.000762
19 / 52

GO:0003824
catalytic activity

1.000000
608 / 4155

GO:0004175
endopeptidase activity

0.748149
22 / 141

GO:0004298
threonine−type endopeptidase activity

0.001548
9 / 18

GO:0005198
structural molecule activity

8.17e−15
117 / 338

GO:0005488
binding

0.999983
769 / 4888

GO:0008135
translation factor activity, nucleic acid binding

0.016339
20 / 71

GO:0008233
peptidase activity

0.653083
45 / 270

GO:0015035
protein disulfide oxidoreductase activity

0.001012
20 / 57

GO:0015036
disulfide oxidoreductase activity

0.001644
20 / 59

GO:0016491
oxidoreductase activity

0.814378
141 / 862

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.096188
29 / 131

GO:0016787
hydrolase activity

0.999897
197 / 1406

GO:0070003
threonine−type peptidase activity

0.001548
9 / 18

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.830720
39 / 254

GO:0097159
organic cyclic compound binding

1.000000
421 / 3074

GO:1901363
heterocyclic compound binding

1.000000
420 / 3068


