
GO:0003674
molecular_function

1.000000
1685 / 9864

GO:0003676
nucleic acid binding

0.425258
235 / 1359

GO:0003723
RNA binding

0.177920
60 / 313

GO:0003735
structural constituent of ribosome

0.001124
64 / 260

GO:0003743
translation initiation factor activity

0.003538
17 / 51

GO:0003824
catalytic activity

0.999999
526 / 3571

GO:0004175
endopeptidase activity

0.764064
18 / 120

GO:0004298
threonine−type endopeptidase activity

0.000438
9 / 16

GO:0005198
structural molecule activity

0.003555
72 / 312

GO:0005488
binding

0.975652
696 / 4285

GO:0008135
translation factor activity, nucleic acid binding

0.025266
18 / 66

GO:0008233
peptidase activity

0.640659
37 / 226

GO:0016787
hydrolase activity

0.994711
180 / 1233

GO:0070003
threonine−type peptidase activity

0.000438
9 / 16

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.847719
31 / 211

GO:0097159
organic cyclic compound binding

0.980939
424 / 2680

GO:1901363
heterocyclic compound binding

0.981406
423 / 2675


