
GO:0006139
nucleobase−containing compound metabolic process

0.056633
170 / 2355

GO:0006351
transcription, DNA−templated

0.666337
75 / 1206

GO:0006354
DNA−templated transcription, elongation

9.65e−09
24 / 98

GO:0006725
cellular aromatic compound metabolic process

0.001227
215 / 2774

GO:0006807
nitrogen compound metabolic process

0.001139
222 / 2872

GO:0006810
transport
3.78e−06
177 / 2006

GO:0006811
ion transport

0.000125
74 / 745

GO:0006820
anion transport

3.66e−05
48 / 407

GO:0006888
ER to Golgi vesicle−mediated transport

3.61e−09
21 / 73

GO:0008150
biological_process

1.000000
763 / 11786

GO:0008152
metabolic process

0.000545
488 / 6870

GO:0009058
biosynthetic process

0.001686
283 / 3793

GO:0009059
macromolecule biosynthetic process

0.492825
146 / 2246

GO:0009987
cellular process

0.001823
502 / 7165

GO:0010467
gene expression

0.581351
112 / 1754

GO:0015711
organic anion transport

1.00e−07
37 / 223

GO:0016070
RNA metabolic process

0.151189
125 / 1771

GO:0016192
vesicle−mediated transport

0.000974
36 / 323

GO:0016482
cytoplasmic transport

8.04e−08
57 / 422

GO:0018130
heterocycle biosynthetic process

0.074262
120 / 1638

GO:0019438
aromatic compound biosynthetic process

0.053112
131 / 1775

GO:0032774
RNA biosynthetic process

0.674949
75 / 1209

GO:0034641
cellular nitrogen compound metabolic process

0.020671
192 / 2605

GO:0034645
cellular macromolecule biosynthetic process

0.595496
140 / 2195

GO:0034654
nucleobase−containing compound biosynthetic process

0.367305
96 / 1431

GO:0043170
macromolecule metabolic process

0.221594
288 / 4289

GO:0044237
cellular metabolic process

0.005071
398 / 5610

GO:0044238
primary metabolic process

0.011842
399 / 5689

GO:0044249
cellular biosynthetic process

0.010686
253 / 3464

GO:0044260
cellular macromolecule metabolic process

0.331917
264 / 3986

GO:0044271
cellular nitrogen compound biosynthetic process

0.149540
115 / 1621

GO:0044699
single−organism process

1.08e−08
507 / 6692

GO:0044765
single−organism transport

9.84e−07
164 / 1790

GO:0046483
heterocycle metabolic process

0.005585
197 / 2595

GO:0046907
intracellular transport

1.92e−05
81 / 790

GO:0048193
Golgi vesicle transport

3.49e−05
29 / 200

GO:0051179
localization
2.49e−06
190 / 2171

GO:0051234
establishment of localization

1.54e−05
177 / 2052

GO:0051641
cellular localization

0.000191
87 / 922

GO:0051649
establishment of localization in cell

0.000263
82 / 866

GO:0071702
organic substance transport

4.27e−06
110 / 1121

GO:0071704
organic substance metabolic process

0.004555
431 / 6113

GO:0090304
nucleic acid metabolic process

0.142143
144 / 2049

GO:0097659
nucleic acid−templated transcription

0.666337
75 / 1206

GO:1901360
organic cyclic compound metabolic process

0.000121
233 / 2924

GO:1901362
organic cyclic compound biosynthetic process

0.006083
151 / 1934

GO:1901576
organic substance biosynthetic process

0.003707
273 / 3692

GO:1902578
single−organism localization

6.24e−07
166 / 1804

GO:1902582
single−organism intracellular transport

1.42e−06
79 / 714


