
GO:0003674
molecular_function

1.000000
666 / 6715

GO:0003735
structural constituent of ribosome

2.44e−05
18 / 63

GO:0003824
catalytic activity

2.58e−05
386 / 3388

GO:0005198
structural molecule activity

0.011155
19 / 110

GO:0005215
transporter activity

0.050509
67 / 557

GO:0005488
binding

0.554501
341 / 3450

GO:0016787
hydrolase activity

3.19e−05
160 / 1216

GO:0016817
hydrolase activity, acting on acid anhydrides

0.205630
45 / 401

GO:0016820
hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.000368
21 / 96

GO:0022857
transmembrane transporter activity

0.094644
54 / 457

GO:0046906
tetrapyrrole binding

0.000138
33 / 172

GO:0097159
organic cyclic compound binding

0.843667
216 / 2291

GO:1901363
heterocyclic compound binding

0.848130
215 / 2283


