
GO:0000166
nucleotide binding

0.000106
183 / 1830

GO:0003674
molecular_function

1.000000
632 / 8026

GO:0003735
structural constituent of ribosome

1.23e−06
18 / 64

GO:0003824
catalytic activity

0.002191
359 / 4117

GO:0004812
aminoacyl−tRNA ligase activity

2.79e−06
14 / 43

GO:0005198
structural molecule activity

0.000555
21 / 123

GO:0005488
binding

3.01e−05
378 / 4182

GO:0016874
ligase activity

8.77e−05
26 / 149

GO:0016875
ligase activity, forming carbon−oxygen bonds

2.79e−06
14 / 43

GO:0016876
ligase activity, forming aminoacyl−tRNA and related compound...

2.79e−06
14 / 43

GO:0017076
purine nucleotide binding

1.06e−05
147 / 1354

GO:0030554
adenyl nucleotide binding

3.41e−06
139 / 1239

GO:0032553
ribonucleotide binding

1.29e−05
148 / 1370

GO:0032555
purine ribonucleotide binding

9.78e−06
147 / 1352

GO:0032559
adenyl ribonucleotide binding

3.26e−06
139 / 1238

GO:0036094
small molecule binding

0.000103
187 / 1876

GO:0097159
organic cyclic compound binding

4.50e−06
277 / 2852

GO:0097367
carbohydrate derivative binding

1.28e−05
149 / 1381

GO:1901265
nucleoside phosphate binding

0.000106
183 / 1830

GO:1901363
heterocyclic compound binding

5.31e−06
276 / 2845


