
GO:0000166
nucleotide binding

0.13590
87 / 1833

GO:0001882
nucleoside binding

0.06227
70 / 1381

GO:0001883
purine nucleoside binding

0.05772
70 / 1375

GO:0003674
molecular_function

1.00000
364 / 8547

GO:0003824
catalytic activity

0.60579
154 / 3663

GO:0004312
fatty acid synthase activity

0.00735
3 / 10

GO:0004672
protein kinase activity

0.00308
41 / 621

GO:0004674
protein serine/threonine kinase activity

0.01148
33 / 514

GO:0005488
binding
0.06232

210 / 4584

GO:0005524
ATP binding

0.00614
68 / 1192

GO:0016301
kinase activity

0.01172
44 / 732

GO:0016740
transferase activity

0.27348
71 / 1555

GO:0016746
transferase activity, transferring acyl groups

0.24585
6 / 99

GO:0016747
transferase activity, transferring acyl groups other than am...

0.14170
6 / 83

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.03131
47 / 842

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.00864
43 / 699

GO:0017076
purine nucleotide binding

0.06227
70 / 1381

GO:0030554
adenyl nucleotide binding

0.02642
68 / 1276

GO:0032549
ribonucleoside binding

0.06149
70 / 1380

GO:0032550
purine ribonucleoside binding

0.05772
70 / 1375

GO:0032553
ribonucleotide binding

0.06791
70 / 1388

GO:0032555
purine ribonucleotide binding

0.05772
70 / 1375

GO:0032559
adenyl ribonucleotide binding

0.02562
68 / 1274

GO:0035639
purine ribonucleoside triphosphate binding

0.01787
70 / 1294

GO:0036094
small molecule binding

0.12964
89 / 1873

GO:0043167
ion binding

0.22658
116 / 2562

GO:0043168
anion binding

0.08484
78 / 1584

GO:0097159
organic cyclic compound binding

0.03435
151 / 3147

GO:0097367
carbohydrate derivative binding

0.07571
70 / 1397

GO:1901265
nucleoside phosphate binding

0.13590
87 / 1833

GO:1901363
heterocyclic compound binding

0.03851
150 / 3135


