
GO:0001071
nucleic acid binding transcription factor activity

4.57e−05
151 / 661

GO:0003674
molecular_function

1.00000
1322 / 7728

GO:0003700
sequence−specific DNA binding transcription factor activity

4.21e−05
151 / 660

GO:0003824
catalytic activity

0.60698
538 / 3168

GO:0005102
receptor binding

0.01010
9 / 23

GO:0005215
transporter activity

0.58896
54 / 322

GO:0005342
organic acid transmembrane transporter activity

0.07649
8 / 27

GO:0005488
binding
0.48589

691 / 4033

GO:0005515
protein binding

0.59070
205 / 1212

GO:0008509
anion transmembrane transporter activity

0.04731
16 / 61

GO:0008514
organic anion transmembrane transporter activity

0.13078
9 / 35

GO:0015075
ion transmembrane transporter activity

0.23772
31 / 159

GO:0015171
amino acid transmembrane transporter activity

0.00623
8 / 18

GO:0016853
isomerase activity

0.07880
22 / 95

GO:0016854
racemase and epimerase activity

0.00723
9 / 22

GO:0016857
racemase and epimerase activity, acting on carbohydrates and...

0.00502
9 / 21

GO:0022857
transmembrane transporter activity

0.36801
42 / 232

GO:0022891
substrate−specific transmembrane transporter activity

0.50535
33 / 191

GO:0022892
substrate−specific transporter activity

0.56451
39 / 231

GO:0033612
receptor serine/threonine kinase binding

0.00406
8 / 17

GO:0046943
carboxylic acid transmembrane transporter activity

0.07649
8 / 27


