
GO:0001071
nucleic acid binding transcription factor activity

1.62e−05
122 / 834

GO:0003674
molecular_function

1.000000
1002 / 9822

GO:0003700
sequence−specific DNA binding transcription factor activity

1.62e−05
122 / 834

GO:0003824
catalytic activity

0.004018
440 / 3925

GO:0004312
fatty acid synthase activity

1.44e−06
9 / 14

GO:0004601
peroxidase activity

1.18e−05
16 / 48

GO:0005488
binding

0.005133
541 / 4921

GO:0016209
antioxidant activity

0.000913
16 / 67

GO:0016491
oxidoreductase activity

0.002068
94 / 693

GO:0016684
oxidoreductase activity, acting on peroxide as acceptor

2.11e−05
16 / 50

GO:0016740
transferase activity

0.256326
157 / 1466

GO:0016746
transferase activity, transferring acyl groups

0.000110
28 / 131

GO:0016747
transferase activity, transferring acyl groups other than am...

3.80e−05
26 / 111

GO:0020037
heme binding

1.68e−05
29 / 125

GO:0046906
tetrapyrrole binding

2.16e−05
30 / 133

GO:0097159
organic cyclic compound binding

0.005702
366 / 3231

GO:1901363
heterocyclic compound binding

0.004717
366 / 3222


