
GO:0006461
protein complex assembly

0.016889
99 / 378

GO:0006950
response to stress

0.000616
491 / 2027

GO:0008150
biological_process

1.000000
1880 / 8708

GO:0008152
metabolic process

0.352178
1115 / 5129

GO:0009056
catabolic process

2.66e−09
268 / 911

GO:0009058
biosynthetic process

0.333397
648 / 2963

GO:0009853
photorespiration

7.05e−10
51 / 105

GO:0009987
cellular process

0.010952
1210 / 5405

GO:0010033
response to organic substance

4.42e−05
364 / 1422

GO:0016043
cellular component organization

0.576208
323 / 1507

GO:0022607
cellular component assembly

0.125054
107 / 448

GO:0034622
cellular macromolecular complex assembly

0.008987
95 / 353

GO:0035966
response to topologically incorrect protein

5.13e−09
97 / 262

GO:0042221
response to chemical

1.12e−06
487 / 1901

GO:0043094
cellular metabolic compound salvage

7.10e−10
56 / 120

GO:0043248
proteasome assembly

4.58e−08
52 / 119

GO:0043623
cellular protein complex assembly

0.001791
89 / 311

GO:0043933
macromolecular complex subunit organization

0.390326
127 / 574

GO:0044085
cellular component biogenesis

0.691424
137 / 656

GO:0044237
cellular metabolic process

0.039666
969 / 4330

GO:0044249
cellular biosynthetic process

0.348734
597 / 2731

GO:0050896
response to stimulus

0.002326
729 / 3132

GO:0065003
macromolecular complex assembly

0.027361
99 / 385

GO:0070271
protein complex biogenesis

0.018142
99 / 379

GO:0071822
protein complex subunit organization

0.019878
106 / 410

GO:0071840
cellular component organization or biogenesis

0.781314
348 / 1664

GO:0080129
proteasome core complex assembly

2.84e−08
43 / 90


