
GO:0001071
nucleic acid binding transcription factor activity

4.09e−06
67 / 577

GO:0003674
molecular_function

1.000000
579 / 8674

GO:0003700
sequence−specific DNA binding transcription factor activity

4.09e−06
67 / 577

GO:0003824
catalytic activity

0.449650
257 / 3821

GO:0005215
transporter activity

0.007780
50 / 531

GO:0005488
binding

0.666404
284 / 4322

GO:0005515
protein binding

0.007619
96 / 1138

GO:0008324
cation transmembrane transporter activity

0.137204
16 / 178

GO:0015075
ion transmembrane transporter activity

0.027565
27 / 275

GO:0015077
monovalent inorganic cation transmembrane transporter activi...

0.021971
12 / 94

GO:0015078
hydrogen ion transmembrane transporter activity

0.081851
8 / 68

GO:0015399
primary active transmembrane transporter activity

0.123825
12 / 124

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.118579
12 / 123

GO:0016462
pyrophosphatase activity

0.751612
30 / 498

GO:0016787
hydrolase activity

0.962015
78 / 1384

GO:0016817
hydrolase activity, acting on acid anhydrides

0.781110
30 / 506

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.762951
30 / 501

GO:0016820
hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.135659
10 / 101

GO:0016829
lyase activity

0.157579
15 / 169

GO:0016846
carbon−sulfur lyase activity

0.003266
6 / 23

GO:0016847
1−aminocyclopropane−1−carboxylate synthase activity

0.000256
6 / 15

GO:0016887
ATPase activity

0.486281
20 / 292

GO:0017111
nucleoside−triphosphatase activity

0.676898
30 / 480

GO:0019829
cation−transporting ATPase activity

0.106282
5 / 38

GO:0022804
active transmembrane transporter activity

0.034188
24 / 243

GO:0022857
transmembrane transporter activity

0.040993
37 / 414

GO:0022890
inorganic cation transmembrane transporter activity

0.129200
12 / 125

GO:0022891
substrate−specific transmembrane transporter activity

0.046268
30 / 327

GO:0022892
substrate−specific transporter activity

0.011674
37 / 378

GO:0042623
ATPase activity, coupled

0.419475
16 / 223

GO:0042625
ATPase activity, coupled to transmembrane movement of ions

0.090679
6 / 47

GO:0042626
ATPase activity, coupled to transmembrane movement of substa...

0.129450
10 / 100

GO:0043492
ATPase activity, coupled to movement of substances

0.129450
10 / 100

GO:0044769
ATPase activity, coupled to transmembrane movement of ions, ...

0.013259
5 / 22

GO:0046933
proton−transporting ATP synthase activity, rotational mechan...

0.003067
5 / 16

GO:0046983
protein dimerization activity

7.04e−05
24 / 153


