
GO:0001071

nucleic acid binding transcription factor activity

2.58e−08

131 / 630

GO:0003674

molecular_function

1.000000

948 / 7143

GO:0003700

sequence−specific DNA binding transcription factor activity

2.58e−08

131 / 630

GO:0003824

catalytic activity

0.076204

424 / 3038

GO:0004364

glutathione transferase activity

3.15e−06

14 / 28

GO:0005215

transporter activity

0.049809

71 / 444

GO:0015399

primary active transmembrane transporter activity

2.40e−05

27 / 90

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

1.91e−05

27 / 89

GO:0016462

pyrophosphatase activity

0.128162

55 / 357

GO:0016740

transferase activity

0.012966

189 / 1236

GO:0016765

transferase activity, transferring alkyl or aryl (other than...

0.000651

17 / 56

GO:0016787

hydrolase activity

0.596667

139 / 1063

GO:0016817

hydrolase activity, acting on acid anhydrides

0.142399

55 / 360

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.128162

55 / 357

GO:0016820

hydrolase activity, acting on acid anhydrides, catalyzing tr...

3.45e−06

27 / 82

GO:0016887

ATPase activity

0.000940

45 / 214

GO:0017111

nucleoside−triphosphatase activity

0.123733

54 / 349

GO:0022804

active transmembrane transporter activity

3.25e−05

48 / 203

GO:0022857

transmembrane transporter activity

0.057607

57 / 351

GO:0042623

ATPase activity, coupled

0.012681

31 / 156

GO:0042626

ATPase activity, coupled to transmembrane movement of substa...

3.45e−06

27 / 82

GO:0043492

ATPase activity, coupled to movement of substances

3.45e−06

27 / 82


