
GO:0003674
molecular_function

1.000000
1055 / 12449

GO:0003774
motor activity

4.01e−05
18 / 75

GO:0003777
microtubule motor activity

1.66e−05
16 / 58

GO:0003824
catalytic activity

0.001013
473 / 5018

GO:0004175
endopeptidase activity

0.000959
29 / 186

GO:0005488
binding

0.376110
502 / 5860

GO:0008233
peptidase activity

0.003134
43 / 331

GO:0016462
pyrophosphatase activity

0.083912
61 / 604

GO:0016491
oxidoreductase activity

0.182850
85 / 911

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.538536
13 / 153

GO:0016671
oxidoreductase activity, acting on a sulfur group of donors,...

5.24e−05
8 / 18

GO:0016787
hydrolase activity

0.135079
168 / 1833

GO:0016817
hydrolase activity, acting on acid anhydrides

0.092465
62 / 619

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.098922
61 / 611

GO:0017111
nucleoside−triphosphatase activity

0.112984
58 / 584

GO:0030170
pyridoxal phosphate binding

0.000652
13 / 56

GO:0043167
ion binding
0.110559

286 / 3173

GO:0043168
anion binding

0.018477
174 / 1776

GO:0048037
cofactor binding

0.144667
28 / 268

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.001544
43 / 319

GO:0097159
organic cyclic compound binding

0.239272
340 / 3886

GO:1901363
heterocyclic compound binding

0.235621
340 / 3884


