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hydrolase activity, hydrolyzing O−glycosyl compounds
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endopeptidase inhibitor activity
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serine−type endopeptidase inhibitor activity
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transporter activity
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anion transmembrane transporter activity
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ion transmembrane transporter activity
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GO:0015103
inorganic anion transmembrane transporter activity

0.01800
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GO:0015112
nitrate transmembrane transporter activity

0.00213
3 / 10

GO:0016787
hydrolase activity
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GO:0016798
hydrolase activity, acting on glycosyl bonds
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11 / 182

GO:0022857
transmembrane transporter activity

0.33457
12 / 375

GO:0022891
substrate−specific transmembrane transporter activity

0.48899
9 / 312

GO:0022892
substrate−specific transporter activity

0.40587
11 / 361
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enzyme regulator activity
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peptidase inhibitor activity
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peptidase regulator activity
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endopeptidase regulator activity
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molecular function regulator
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