
GO:0006082
organic acid metabolic process

0.99814
342 / 795

GO:0006629
lipid metabolic process

0.98708
304 / 693

GO:0006720
isoprenoid metabolic process

0.45911
107 / 221

GO:0006721
terpenoid metabolic process

0.04464
79 / 143

GO:0006810
transport
0.96959

627 / 1376

GO:0006863
purine nucleobase transport

0.01143
44 / 71

GO:0007275
multicellular organismal development

0.44668
678 / 1411

GO:0008150
biological_process

1.00000
4289 / 8963

GO:0008152
metabolic process

0.99824
2302 / 4953

GO:0008299
isoprenoid biosynthetic process

0.36338
103 / 209

GO:0008610
lipid biosynthetic process

0.79435
205 / 445

GO:0009058
biosynthetic process

0.99909
1231 / 2713

GO:0009685
gibberellin metabolic process

0.01565
23 / 34

GO:0009686
gibberellin biosynthetic process

0.00988
20 / 28

GO:0009791
post−embryonic development

0.87513
396 / 860

GO:0009987
cellular process

0.99965
2414 / 5209

GO:0015851
nucleobase transport

0.01143
44 / 71

GO:0016053
organic acid biosynthetic process

0.97150
193 / 443

GO:0016101
diterpenoid metabolic process

0.02768
24 / 37

GO:0016102
diterpenoid biosynthetic process

0.00640
21 / 29

GO:0016114
terpenoid biosynthetic process

0.01869
75 / 131

GO:0019752
carboxylic acid metabolic process

0.99911
319 / 751

GO:0032501
multicellular organismal process

0.37381
771 / 1598

GO:0032502
developmental process

0.39441
806 / 1673

GO:0043436
oxoacid metabolic process

0.99836
341 / 794

GO:0044237
cellular metabolic process

0.99993
1817 / 3983

GO:0044238
primary metabolic process

0.99993
1833 / 4016

GO:0044249
cellular biosynthetic process

0.99711
1143 / 2510

GO:0044255
cellular lipid metabolic process

0.83213
234 / 510

GO:0044281
small molecule metabolic process

0.99981
485 / 1129

GO:0044283
small molecule biosynthetic process

0.96737
264 / 596

GO:0044699
single−organism process

0.99985
2224 / 4825

GO:0044707
single−multicellular organism process

0.50403
687 / 1435

GO:0044710
single−organism metabolic process

0.99999
1153 / 2596

GO:0044711
single−organism biosynthetic process

0.99862
570 / 1294

GO:0044763
single−organism cellular process

0.99995
1633 / 3600

GO:0044765
single−organism transport

0.90004
572 / 1238

GO:0044767
single−organism developmental process

0.48973
780 / 1628

GO:0046394
carboxylic acid biosynthetic process

0.97150
193 / 443

GO:0048518
positive regulation of biological process

0.74693
184 / 397

GO:0048580
regulation of post−embryonic development

0.58391
80 / 169

GO:0048582
positive regulation of post−embryonic development

0.01275
15 / 20

GO:0050789
regulation of biological process

0.60939
1071 / 2249

GO:0050793
regulation of developmental process

0.58366
157 / 331

GO:0051094
positive regulation of developmental process

0.02278
18 / 26

GO:0051179
localization

0.93038
687 / 1489

GO:0051234
establishment of localization

0.96270
645 / 1411

GO:0051239
regulation of multicellular organismal process

0.64994
128 / 273

GO:0051240
positive regulation of multicellular organismal process

0.04972
16 / 24

GO:0065007
biological regulation

0.66320
1164 / 2450

GO:0071702
organic substance transport

0.93294
316 / 699

GO:0071704
organic substance metabolic process

0.99999
1988 / 4360

GO:0071705
nitrogen compound transport

0.05541
205 / 395

GO:1901576
organic substance biosynthetic process

0.99771
1206 / 2647

GO:1902578
single−organism localization

0.87918
579 / 1249

GO:2000026
regulation of multicellular organismal development

0.59018
125 / 264


