
GO:0001510
RNA methylation

5.98e−10
100 / 148

GO:0005975
carbohydrate metabolic process

0.000329
552 / 1167

GO:0006082
organic acid metabolic process

1.57e−07
688 / 1406

GO:0006090
pyruvate metabolic process

1.41e−09
211 / 364

GO:0006091
generation of precursor metabolites and energy

0.000241
267 / 534

GO:0006096
glycolytic process

3.01e−09
122 / 192

GO:0006139
nucleobase−containing compound metabolic process

0.066914
1093 / 2489

GO:0006412
translation
2.78e−09
248 / 441

GO:0006725
cellular aromatic compound metabolic process

0.020643
1279 / 2893

GO:0006807
nitrogen compound metabolic process

0.010974
1358 / 3063

GO:0008150
biological_process

1.000000
4486 / 10532

GO:0008152
metabolic process

0.000799
2914 / 6659

GO:0009056
catabolic process

1.12e−05
605 / 1255

GO:0009058
biosynthetic process

2.44e−07
1830 / 4004

GO:0009059
macromolecule biosynthetic process

0.011752
1055 / 2363

GO:0009451
RNA modification

8.32e−06
139 / 247

GO:0009987
cellular process

0.001857
3057 / 7013

GO:0010256
endomembrane system organization

2.82e−09
105 / 160

GO:0010467
gene expression

0.001029
888 / 1941

GO:0016043
cellular component organization

9.25e−07
1007 / 2134

GO:0016052
carbohydrate catabolic process

2.90e−07
188 / 335

GO:0016070
RNA metabolic process

0.011682
848 / 1886

GO:0019538
protein metabolic process

3.83e−06
1210 / 2609

GO:0019752
carboxylic acid metabolic process

1.34e−06
655 / 1349

GO:0032259
methylation
0.000452
193 / 378

GO:0032787
monocarboxylic acid metabolic process

2.29e−06
462 / 928

GO:0034641
cellular nitrogen compound metabolic process

0.011792
1234 / 2777

GO:0034645
cellular macromolecule biosynthetic process

0.010377
1030 / 2303

GO:0043170
macromolecule metabolic process

0.000361
1928 / 4327

GO:0043412
macromolecule modification

0.002460
807 / 1768

GO:0043414
macromolecule methylation

0.000596
189 / 371

GO:0043436
oxoacid metabolic process

1.86e−07
687 / 1405

GO:0044237
cellular metabolic process

9.58e−05
2557 / 5781

GO:0044238
primary metabolic process

5.00e−05
2511 / 5663

GO:0044249
cellular biosynthetic process

2.09e−06
1679 / 3679

GO:0044260
cellular macromolecule metabolic process

0.001197
1807 / 4065

GO:0044267
cellular protein metabolic process

1.29e−05
1109 / 2392

GO:0044281
small molecule metabolic process

2.52e−07
938 / 1967

GO:0044699
single−organism process

0.007201
2738 / 6284

GO:0044710
single−organism metabolic process

0.000222
1728 / 3854

GO:0044712
single−organism catabolic process

8.11e−06
405 / 812

GO:0044723
single−organism carbohydrate metabolic process

4.56e−05
479 / 987

GO:0044724
single−organism carbohydrate catabolic process

2.48e−07
173 / 304

GO:0044763
single−organism cellular process

0.004575
2189 / 4983

GO:0046483
heterocycle metabolic process

0.022546
1223 / 2765

GO:0071704
organic substance metabolic process

5.73e−06
2698 / 6075

GO:0071840
cellular component organization or biogenesis

2.22e−07
1123 / 2383

GO:0090304
nucleic acid metabolic process

0.099120
937 / 2137

GO:1901360
organic cyclic compound metabolic process

0.008068
1349 / 3036

GO:1901575
organic substance catabolic process

2.36e−06
539 / 1097

GO:1901576
organic substance biosynthetic process

9.32e−07
1757 / 3850


