
GO:0003674
molecular_function

1.000000
4272 / 10369

GO:0003824
catalytic activity

0.593634
1779 / 4331

GO:0004721
phosphoprotein phosphatase activity

0.000841
65 / 116

GO:0005215
transporter activity

0.817253
267 / 674

GO:0005319
lipid transporter activity

0.067946
14 / 24

GO:0005548
phospholipid transporter activity

0.001748
11 / 13

GO:0008194
UDP−glycosyltransferase activity

0.436525
57 / 135

GO:0016405
CoA−ligase activity

0.001748
11 / 13

GO:0016740
transferase activity

0.250170
686 / 1634

GO:0016757
transferase activity, transferring glycosyl groups

0.074401
141 / 311

GO:0016758
transferase activity, transferring hexosyl groups

0.742702
82 / 209

GO:0016787
hydrolase activity

0.638451
611 / 1497

GO:0016788
hydrolase activity, acting on ester bonds

0.299388
190 / 447

GO:0016791
phosphatase activity

0.017727
84 / 170

GO:0016874
ligase activity

0.001184
83 / 155

GO:0016877
ligase activity, forming carbon−sulfur bonds

0.002736
22 / 33

GO:0022892
substrate−specific transporter activity

0.892330
202 / 522

GO:0035251
UDP−glucosyltransferase activity

0.279788
30 / 66

GO:0042578
phosphoric ester hydrolase activity

0.129355
95 / 210

GO:0046527
glucosyltransferase activity

0.539106
33 / 80

GO:0080043
quercetin 3−O−glucosyltransferase activity

0.001748
11 / 13


