
GO:0003674
molecular_function

1.000000
378 / 7831

GO:0003824
catalytic activity

0.007177
181 / 3263

GO:0005488
binding

0.249223
178 / 3545

GO:0008233
peptidase activity

0.214445
13 / 210

GO:0008234
cysteine−type peptidase activity

0.001643
8 / 47

GO:0008289
lipid binding
0.000292
14 / 100

GO:0016209
antioxidant activity

0.000406
9 / 48

GO:0016787
hydrolase activity

0.199188
62 / 1157

GO:0043167
ion binding
0.454698
95 / 1940

GO:0043169
cation binding

0.205330
55 / 1021

GO:0046872
metal ion binding

0.099904
54 / 943

GO:0046914
transition metal ion binding

0.079292
45 / 756

GO:0050897
cobalt ion binding

0.003400
5 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.152234
13 / 196

GO:1901681
sulfur compound binding

5.26e−05
5 / 10


