
GO:0003674
molecular_function

1.000000
405 / 9721

GO:0005488
binding

0.001958
227 / 4755

GO:0005515
protein binding

0.555572
52 / 1261

GO:0031072
heat shock protein binding

0.010895
7 / 59

GO:0043167
ion binding
0.005884
128 / 2529

GO:0097159
organic cyclic compound binding

0.000800
161 / 3144

GO:1901363
heterocyclic compound binding

0.000704
161 / 3136


