
GO:0003674
molecular_function

1.000000
230 / 9187

GO:0003824
catalytic activity

0.056334
105 / 3707

GO:0004175
endopeptidase activity

0.099034
6 / 127

GO:0004222
metalloendopeptidase activity

0.012889
3 / 20

GO:0005488
binding

0.196219
112 / 4199

GO:0005515
protein binding

0.735723
22 / 978

GO:0008233
peptidase activity

0.171452
8 / 215

GO:0008237
metallopeptidase activity

0.021270
3 / 24

GO:0016787
hydrolase activity

0.071916
42 / 1344

GO:0016874
ligase activity

0.158936
4 / 84

GO:0016877
ligase activity, forming carbon−sulfur bonds

0.006814
3 / 16

GO:0031072
heat shock protein binding

0.000172
6 / 34

GO:0051082
unfolded protein binding

0.008859
4 / 33

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.153817
8 / 209


