
GO:0003674
molecular_function

1.000000
130 / 7938

GO:0003676
nucleic acid binding

0.017361
29 / 1197

GO:0003682
chromatin binding

0.024310
2 / 15

GO:0003824
catalytic activity

0.998644
32 / 2893

GO:0003954
NADH dehydrogenase activity

0.030826
2 / 17

GO:0005085
guanyl−nucleotide exchange factor activity

0.000474
3 / 10

GO:0005488
binding

0.372875
64 / 3766

GO:0005515
protein binding

0.077224
24 / 1090

GO:0005516
calmodulin binding

0.028727
4 / 71

GO:0016491
oxidoreductase activity

0.891029
7 / 620

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.282122
2 / 64

GO:0044877
macromolecular complex binding

0.197217
2 / 50

GO:0097159
organic cyclic compound binding

0.151645
45 / 2391

GO:0098772
molecular function regulator

0.273365
3 / 111

GO:1901363
heterocyclic compound binding

0.144971
45 / 2382


