
GO:0006139
nucleobase−containing compound metabolic process

0.21369
40 / 1963

GO:0006351
transcription, DNA−templated

0.01827
31 / 1175

GO:0006355
regulation of transcription, DNA−templated

0.00745
30 / 1054

GO:0006725
cellular aromatic compound metabolic process

0.25348
45 / 2269

GO:0006807
nitrogen compound metabolic process

0.31459
46 / 2379

GO:0008150
biological_process

1.00000
185 / 10278

GO:0008152
metabolic process

0.33637
110 / 5926

GO:0009058
biosynthetic process

0.03035
73 / 3362

GO:0009059
macromolecule biosynthetic process

0.03733
48 / 2091

GO:0009889
regulation of biosynthetic process

0.00563
33 / 1169

GO:0009987
cellular process

0.17989
118 / 6192

GO:0010467
gene expression

0.17512
34 / 1608

GO:0010468
regulation of gene expression

0.01363
31 / 1149

GO:0010556
regulation of macromolecule biosynthetic process

0.00668
31 / 1091

GO:0016070
RNA metabolic process

0.09466
35 / 1560

GO:0018130
heterocycle biosynthetic process

0.03051
35 / 1418

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.01078
30 / 1083

GO:0019222
regulation of metabolic process

0.01877
37 / 1464

GO:0019438
aromatic compound biosynthetic process

0.04510
36 / 1512

GO:0031323
regulation of cellular metabolic process

0.00975
34 / 1260

GO:0031326
regulation of cellular biosynthetic process

0.00465
32 / 1109

GO:0032774
RNA biosynthetic process

0.01827
31 / 1175

GO:0034641
cellular nitrogen compound metabolic process

0.32617
42 / 2172

GO:0034645
cellular macromolecule biosynthetic process

0.05594
46 / 2045

GO:0034654
nucleobase−containing compound biosynthetic process

0.03185
32 / 1277

GO:0043170
macromolecule metabolic process

0.70634
64 / 3725

GO:0044237
cellular metabolic process

0.17458
95 / 4900

GO:0044238
primary metabolic process

0.45353
90 / 4929

GO:0044249
cellular biosynthetic process

0.07676
65 / 3090

GO:0044260
cellular macromolecule metabolic process

0.56326
62 / 3476

GO:0044271
cellular nitrogen compound biosynthetic process

0.04622
34 / 1416

GO:0046483
heterocycle metabolic process

0.18676
44 / 2147

GO:0050789
regulation of biological process

0.06220
56 / 2579

GO:0050794
regulation of cellular process

0.05796
50 / 2256

GO:0051171
regulation of nitrogen compound metabolic process

0.01308
30 / 1099

GO:0051252
regulation of RNA metabolic process

0.00817
30 / 1061

GO:0060255
regulation of macromolecule metabolic process

0.02006
32 / 1231

GO:0065007
biological regulation

0.09044
59 / 2801

GO:0071704
organic substance metabolic process

0.36969
98 / 5292

GO:0080090
regulation of primary metabolic process

0.01512
33 / 1252

GO:0090304
nucleic acid metabolic process

0.15886
37 / 1747

GO:0097659
nucleic acid−templated transcription

0.01827
31 / 1175

GO:1901360
organic cyclic compound metabolic process

0.13171
50 / 2395

GO:1901362
organic cyclic compound biosynthetic process

0.01605
41 / 1642

GO:1901576
organic substance biosynthetic process

0.02396
71 / 3221

GO:1903506
regulation of nucleic acid−templated transcription

0.00745
30 / 1054

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.00668
31 / 1091

GO:2001141
regulation of RNA biosynthetic process

0.00745
30 / 1054


