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molecular_function
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GO:0003676
nucleic acid binding

0.026092
97 / 1674

GO:0003723
RNA binding

0.000116
45 / 526

GO:0003735
structural constituent of ribosome

0.000176
30 / 307

GO:0003824
catalytic activity

0.910560
167 / 3739

GO:0004386
helicase activity

0.020536
12 / 128

GO:0005198
structural molecule activity

0.001893
32 / 386

GO:0005488
binding

0.055323
240 / 4615

GO:0008026
ATP−dependent helicase activity

0.005410
11 / 94

GO:0016462
pyrophosphatase activity

0.015387
34 / 480

GO:0016787
hydrolase activity

0.305527
73 / 1426

GO:0016817
hydrolase activity, acting on acid anhydrides

0.008459
36 / 494

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.006805
36 / 487

GO:0016887
ATPase activity

0.024069
21 / 274

GO:0017111
nucleoside−triphosphatase activity

0.025108
32 / 463

GO:0042623
ATPase activity, coupled

0.061682
15 / 201

GO:0070035
purine NTP−dependent helicase activity

0.005410
11 / 94

GO:0097159
organic cyclic compound binding

0.070320
166 / 3128

GO:1901363
heterocyclic compound binding

0.065793
166 / 3121


