
GO:0006139
nucleobase−containing compound metabolic process

0.024596
114 / 1815

GO:0006351
transcription, DNA−templated

0.000167
89 / 1161

GO:0006355
regulation of transcription, DNA−templated

0.000148
86 / 1109

GO:0006725
cellular aromatic compound metabolic process

0.135779
124 / 2136

GO:0006807
nitrogen compound metabolic process

0.147479
128 / 2218

GO:0008150
biological_process

1.000000
475 / 8936

GO:0008152
metabolic process

0.807751
266 / 5166

GO:0009058
biosynthetic process

0.889008
145 / 2947

GO:0009059
macromolecule biosynthetic process

0.055372
112 / 1838

GO:0009889
regulation of biosynthetic process

0.000472
90 / 1213

GO:0009987
cellular process

0.795303
285 / 5512

GO:0010467
gene expression

0.002284
100 / 1443

GO:0010468
regulation of gene expression

0.000476
89 / 1197

GO:0010556
regulation of macromolecule biosynthetic process

0.000289
87 / 1147

GO:0016070
RNA metabolic process

0.001240
102 / 1450

GO:0018130
heterocycle biosynthetic process

0.004174
96 / 1403

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.000344
87 / 1153

GO:0019222
regulation of metabolic process

0.003597
101 / 1481

GO:0019438
aromatic compound biosynthetic process

0.024445
96 / 1498

GO:0031323
regulation of cellular metabolic process

0.002432
92 / 1311

GO:0031326
regulation of cellular biosynthetic process

0.000304
88 / 1165

GO:0032774
RNA biosynthetic process

0.000167
89 / 1161

GO:0034641
cellular nitrogen compound metabolic process

0.055744
122 / 2018

GO:0034645
cellular macromolecule biosynthetic process

0.040759
111 / 1797

GO:0034654
nucleobase−containing compound biosynthetic process

0.000348
93 / 1251

GO:0043170
macromolecule metabolic process

0.080481
189 / 3276

GO:0044237
cellular metabolic process

0.882023
218 / 4328

GO:0044238
primary metabolic process

0.360826
233 / 4303

GO:0044249
cellular biosynthetic process

0.840591
134 / 2694

GO:0044260
cellular macromolecule metabolic process

0.126454
175 / 3066

GO:0044271
cellular nitrogen compound biosynthetic process

0.003021
96 / 1388

GO:0046483
heterocycle metabolic process

0.050463
122 / 2010

GO:0050789
regulation of biological process

0.018019
154 / 2508

GO:0050794
regulation of cellular process

0.070941
131 / 2201

GO:0051171
regulation of nitrogen compound metabolic process

0.000484
87 / 1165

GO:0051252
regulation of RNA metabolic process

0.000158
86 / 1111

GO:0060255
regulation of macromolecule metabolic process

0.001779
91 / 1281

GO:0065007
biological regulation

0.040424
163 / 2734

GO:0071704
organic substance metabolic process

0.744233
242 / 4674

GO:0080090
regulation of primary metabolic process

0.001709
92 / 1296

GO:0090304
nucleic acid metabolic process

0.009978
107 / 1637

GO:0097659
nucleic acid−templated transcription

0.000167
89 / 1161

GO:1901360
organic cyclic compound metabolic process

0.072332
133 / 2239

GO:1901362
organic cyclic compound biosynthetic process

0.017518
103 / 1600

GO:1901576
organic substance biosynthetic process

0.819580
144 / 2870

GO:1903506
regulation of nucleic acid−templated transcription

0.000148
86 / 1109

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.000289
87 / 1147

GO:2001141
regulation of RNA biosynthetic process

0.000148
86 / 1109


