
GO:0003674
molecular_function

1.000000
2407 / 12224

GO:0003676
nucleic acid binding

0.034502
382 / 1793

GO:0003677
DNA binding

0.001780
266 / 1155

GO:0003824
catalytic activity

0.970894
874 / 4641

GO:0004721
phosphoprotein phosphatase activity

0.011014
33 / 114

GO:0004722
protein serine/threonine phosphatase activity

0.000567
31 / 89

GO:0005488
binding

0.034700
1171 / 5742

GO:0005515
protein binding

4.57e−06
367 / 1527

GO:0016787
hydrolase activity

0.631072
316 / 1628

GO:0016788
hydrolase activity, acting on ester bonds

0.510896
100 / 507

GO:0016791
phosphatase activity

0.024995
45 / 173

GO:0042578
phosphoric ester hydrolase activity

0.026926
56 / 223

GO:0043565
sequence−specific DNA binding

5.10e−06
77 / 243

GO:0051082
unfolded protein binding

0.000206
30 / 81

GO:0051087
chaperone binding

7.80e−07
10 / 11

GO:0097159
organic cyclic compound binding

0.540447
725 / 3690

GO:1901363
heterocyclic compound binding

0.591596
721 / 3683


