
GO:0006139
nucleobase−containing compound metabolic process

0.009298
56 / 1706

GO:0006351
transcription, DNA−templated

0.000122
45 / 1061

GO:0006355
regulation of transcription, DNA−templated

9.79e−05
44 / 1019

GO:0006725
cellular aromatic compound metabolic process

0.015306
63 / 2011

GO:0006807
nitrogen compound metabolic process

0.006894
67 / 2089

GO:0008150
biological_process

1.000000
204 / 8342

GO:0008152
metabolic process

0.091785
128 / 4836

GO:0009058
biosynthetic process

0.004528
86 / 2776

GO:0009059
macromolecule biosynthetic process

0.001932
60 / 1732

GO:0009314
response to radiation

0.209429
16 / 523

GO:0009628
response to abiotic stimulus

0.035787
39 / 1200

GO:0009889
regulation of biosynthetic process

0.000412
46 / 1152

GO:0009987
cellular process

0.313744
128 / 5076

GO:0010212
response to ionizing radiation

1.45e−05
7 / 34

GO:0010332
response to gamma radiation

2.39e−05
6 / 25

GO:0010467
gene expression

0.003193
47 / 1304

GO:0010468
regulation of gene expression

0.000398
45 / 1117

GO:0010556
regulation of macromolecule biosynthetic process

0.000163
45 / 1074

GO:0016070
RNA metabolic process

0.006717
47 / 1355

GO:0018130
heterocycle biosynthetic process

0.000167
51 / 1273

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.000149
45 / 1070

GO:0019222
regulation of metabolic process

0.002679
51 / 1433

GO:0019438
aromatic compound biosynthetic process

0.000440
52 / 1358

GO:0031323
regulation of cellular metabolic process

8.29e−05
51 / 1239

GO:0031326
regulation of cellular biosynthetic process

0.000138
46 / 1099

GO:0032774
RNA biosynthetic process

0.000128
45 / 1063

GO:0034641
cellular nitrogen compound metabolic process

0.042819
57 / 1889

GO:0034645
cellular macromolecule biosynthetic process

0.001577
59 / 1682

GO:0034654
nucleobase−containing compound biosynthetic process

9.64e−05
47 / 1115

GO:0043170
macromolecule metabolic process

0.088763
83 / 2999

GO:0044237
cellular metabolic process

0.069840
109 / 4011

GO:0044238
primary metabolic process

0.065300
109 / 4001

GO:0044249
cellular biosynthetic process

0.003781
80 / 2529

GO:0044260
cellular macromolecule metabolic process

0.141704
76 / 2795

GO:0044271
cellular nitrogen compound biosynthetic process

0.000682
48 / 1246

GO:0046483
heterocycle metabolic process

0.006373
62 / 1896

GO:0050789
regulation of biological process

0.035999
68 / 2291

GO:0050794
regulation of cellular process

0.001489
67 / 1968

GO:0050896
response to stimulus

0.001259
88 / 2744

GO:0051171
regulation of nitrogen compound metabolic process

0.000104
46 / 1086

GO:0051252
regulation of RNA metabolic process

0.000103
44 / 1021

GO:0060255
regulation of macromolecule metabolic process

0.000656
47 / 1210

GO:0065007
biological regulation

0.023963
75 / 2516

GO:0071704
organic substance metabolic process

0.112747
115 / 4333

GO:0080090
regulation of primary metabolic process

0.001010
47 / 1234

GO:0090304
nucleic acid metabolic process

0.002522
55 / 1571

GO:0097659
nucleic acid−templated transcription

0.000122
45 / 1061

GO:1901360
organic cyclic compound metabolic process

0.029159
64 / 2114

GO:1901362
organic cyclic compound biosynthetic process

0.000548
55 / 1474

GO:1901576
organic substance biosynthetic process

0.011145
82 / 2707

GO:1903506
regulation of nucleic acid−templated transcription

9.79e−05
44 / 1019

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.000163
45 / 1074

GO:2001141
regulation of RNA biosynthetic process

9.79e−05
44 / 1019


