
GO:0006139
nucleobase−containing compound metabolic process

0.002443
200 / 2621

GO:0006220
pyrimidine nucleotide metabolic process

3.94e−06
25 / 143

GO:0006221
pyrimidine nucleotide biosynthetic process

2.65e−06
25 / 140

GO:0006605
protein targeting

0.000720
50 / 490

GO:0006626
protein targeting to mitochondrion

4.56e−07
21 / 95

GO:0006725
cellular aromatic compound metabolic process

0.002074
224 / 2967

GO:0006753
nucleoside phosphate metabolic process

0.005904
47 / 503

GO:0006793
phosphorus metabolic process

0.672050
87 / 1406

GO:0006796
phosphate−containing compound metabolic process

0.715746
84 / 1375

GO:0006807
nitrogen compound metabolic process

0.002001
232 / 3084

GO:0006810
transport
0.289703

110 / 1626

GO:0006839
mitochondrial transport

2.54e−06
23 / 122

GO:0006886
intracellular protein transport

0.001765
52 / 536

GO:0006996
organelle organization

0.090593
91 / 1238

GO:0007005
mitochondrion organization

6.52e−06
21 / 111

GO:0008104
protein localization

0.011071
53 / 601

GO:0008150
biological_process

1.000000
664 / 10328

GO:0008152
metabolic process

0.023414
426 / 6243

GO:0009058
biosynthetic process

0.201094
250 / 3725

GO:0009117
nucleotide metabolic process

0.005486
47 / 501

GO:0009165
nucleotide biosynthetic process

0.000373
33 / 275

GO:0009218
pyrimidine ribonucleotide metabolic process

2.02e−06
25 / 138

GO:0009220
pyrimidine ribonucleotide biosynthetic process

1.32e−06
25 / 135

GO:0009259
ribonucleotide metabolic process

0.000315
28 / 217

GO:0009260
ribonucleotide biosynthetic process

4.53e−05
27 / 184

GO:0009987
cellular process

0.108944
432 / 6481

GO:0015031
protein transport

0.005794
53 / 581

GO:0016043
cellular component organization

0.327626
128 / 1917

GO:0016482
cytoplasmic transport

0.000448
45 / 419

GO:0018130
heterocycle biosynthetic process

0.012587
133 / 1731

GO:0019438
aromatic compound biosynthetic process

0.040003
135 / 1830

GO:0019637
organophosphate metabolic process

0.041757
61 / 762

GO:0019693
ribose phosphate metabolic process

0.003429
38 / 375

GO:0033036
macromolecule localization

0.063674
60 / 768

GO:0033365
protein localization to organelle

1.75e−05
43 / 343

GO:0034613
cellular protein localization

0.002240
52 / 542

GO:0034641
cellular nitrogen compound metabolic process

0.000588
221 / 2858

GO:0034654
nucleobase−containing compound biosynthetic process

0.046557
112 / 1502

GO:0044237
cellular metabolic process

0.007621
374 / 5340

GO:0044238
primary metabolic process

0.213999
349 / 5267

GO:0044249
cellular biosynthetic process

0.157167
237 / 3494

GO:0044271
cellular nitrogen compound biosynthetic process

0.012241
132 / 1715

GO:0044281
small molecule metabolic process

0.255703
121 / 1779

GO:0044699
single−organism process

0.194477
382 / 5768

GO:0044710
single−organism metabolic process

0.256666
231 / 3466

GO:0044711
single−organism biosynthetic process

0.324428
126 / 1885

GO:0044763
single−organism cellular process

0.561748
288 / 4502

GO:0044765
single−organism transport

0.150892
102 / 1440

GO:0045184
establishment of protein localization

0.005994
53 / 582

GO:0046390
ribose phosphate biosynthetic process

4.98e−05
27 / 185

GO:0046483
heterocycle metabolic process

0.000622
220 / 2846

GO:0046907
intracellular transport

0.015422
58 / 680

GO:0051179
localization
0.357864

119 / 1791

GO:0051234
establishment of localization

0.329969
113 / 1688

GO:0051641
cellular localization

0.056547
64 / 819

GO:0051649
establishment of localization in cell

0.050644
61 / 771

GO:0055086
nucleobase−containing small molecule metabolic process

0.005289
49 / 526

GO:0070585
protein localization to mitochondrion

4.56e−07
21 / 95

GO:0070727
cellular macromolecule localization

0.005629
52 / 567

GO:0071702
organic substance transport

0.019245
75 / 924

GO:0071704
organic substance metabolic process

0.309230
370 / 5651

GO:0071840
cellular component organization or biogenesis

0.042251
155 / 2130

GO:0072527
pyrimidine−containing compound metabolic process

3.71e−06
27 / 161

GO:0072528
pyrimidine−containing compound biosynthetic process

2.99e−06
26 / 150

GO:0072594
establishment of protein localization to organelle

1.41e−05
43 / 340

GO:0072655
establishment of protein localization to mitochondrion

4.56e−07
21 / 95

GO:0090407
organophosphate biosynthetic process

0.013640
51 / 581

GO:1901135
carbohydrate derivative metabolic process

0.012450
68 / 809

GO:1901137
carbohydrate derivative biosynthetic process

0.001234
48 / 477

GO:1901293
nucleoside phosphate biosynthetic process

0.000399
33 / 276

GO:1901360
organic cyclic compound metabolic process

0.003564
228 / 3057

GO:1901362
organic cyclic compound biosynthetic process

0.057793
140 / 1930

GO:1901564
organonitrogen compound metabolic process

0.014202
86 / 1065

GO:1901566
organonitrogen compound biosynthetic process

0.001008
68 / 728

GO:1901576
organic substance biosynthetic process

0.294831
238 / 3595

GO:1902578
single−organism localization

0.167352
102 / 1449

GO:1902580
single−organism cellular localization

0.001206
49 / 489

GO:1902582
single−organism intracellular transport

0.008701
55 / 620


