
GO:0000166
nucleotide binding

0.83448
120 / 1414

GO:0001882
nucleoside binding

0.85474
82 / 991

GO:0001883
purine nucleoside binding

0.84989
82 / 989

GO:0003674
molecular_function

1.00000
808 / 8846

GO:0005488
binding
0.27473

385 / 4121

GO:0008289
lipid binding

0.00526
21 / 127

GO:0017076
purine nucleotide binding

0.85474
82 / 991

GO:0019825
oxygen binding

0.01217
19 / 120

GO:0020037
heme binding

0.00280
30 / 194

GO:0030554
adenyl nucleotide binding

0.73716
77 / 895

GO:0032549
ribonucleoside binding

0.85474
82 / 991

GO:0032550
purine ribonucleoside binding

0.84989
82 / 989

GO:0032553
ribonucleotide binding

0.87084
82 / 998

GO:0032555
purine ribonucleotide binding

0.84989
82 / 989

GO:0032559
adenyl ribonucleotide binding

0.73716
77 / 895

GO:0036094
small molecule binding

0.82038
124 / 1453

GO:0043167
ion binding

0.50172
208 / 2273

GO:0043168
anion binding

0.68153
107 / 1215

GO:0043531
ADP binding

4.79e−05
18 / 71

GO:0046906
tetrapyrrole binding

0.00794
31 / 217

GO:0097159
organic cyclic compound binding

0.66099
230 / 2569

GO:0097367
carbohydrate derivative binding

0.85501
84 / 1014

GO:1901265
nucleoside phosphate binding

0.83448
120 / 1414

GO:1901363
heterocyclic compound binding

0.63903
230 / 2561


