
GO:0000166
nucleotide binding

0.492838
145 / 1696

GO:0003674
molecular_function

1.000000
870 / 10218

GO:0003676
nucleic acid binding

0.127619
153 / 1652

GO:0003723
RNA binding

0.009114
56 / 480

GO:0003735
structural constituent of ribosome

0.000114
42 / 273

GO:0003824
catalytic activity

0.846228
319 / 3905

GO:0005198
structural molecule activity

0.000878
46 / 337

GO:0005488
binding

0.138436
428 / 4841

GO:0009982
pseudouridine synthase activity

0.000958
6 / 15

GO:0016853
isomerase activity

0.533415
11 / 128

GO:0016866
intramolecular transferase activity

0.064559
6 / 34

GO:0036094
small molecule binding

0.486625
149 / 1741

GO:0043167
ion binding
0.641256
215 / 2572

GO:0043168
anion binding

0.373984
126 / 1438

GO:0048037
cofactor binding

0.059268
25 / 212

GO:0050660
flavin adenine dinucleotide binding

0.012821
12 / 69

GO:0050662
coenzyme binding

0.025793
20 / 148

GO:0097159
organic cyclic compound binding

0.200925
284 / 3201

GO:1901265
nucleoside phosphate binding

0.492838
145 / 1696

GO:1901363
heterocyclic compound binding

0.190093
284 / 3195


