
GO:0003674
molecular_function

1.000000
612 / 9833

GO:0003824
catalytic activity

0.057765
258 / 3841

GO:0005488
binding

1.21e−05
339 / 4627

GO:0008233
peptidase activity

0.032545
24 / 259

GO:0008234
cysteine−type peptidase activity

0.033961
7 / 50

GO:0016787
hydrolase activity

0.086127
100 / 1413

GO:0019783
ubiquitin−like protein−specific protease activity

0.000552
6 / 18

GO:0043167
ion binding
0.000737
191 / 2517

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.018914
24 / 246

GO:0097159
organic cyclic compound binding

3.20e−05
233 / 3014

GO:1901363
heterocyclic compound binding

2.76e−05
233 / 3008


