
GO:0003674
molecular_function

1.000000
257 / 7184

GO:0005488
binding

0.902713
103 / 3148

GO:0005515
protein binding

0.421444
33 / 883

GO:0005543
phospholipid binding

0.009626
5 / 37

GO:0008289
lipid binding
0.021183

8 / 96

GO:0030246
carbohydrate binding

0.000891
9 / 71

GO:0031072
heat shock protein binding

0.014745
5 / 41

GO:0043167
ion binding
0.988394
43 / 1592

GO:0043168
anion binding

0.610819
28 / 811

GO:0051082
unfolded protein binding

0.010769
5 / 38


