
GO:0006139
nucleobase−containing compound metabolic process

0.000872
312 / 2689

GO:0006351
transcription, DNA−templated

5.74e−06
178 / 1312

GO:0006355
regulation of transcription, DNA−templated

1.17e−07
168 / 1153

GO:0006725
cellular aromatic compound metabolic process

0.003572
344 / 3056

GO:0006807
nitrogen compound metabolic process

0.001014
364 / 3193

GO:0008150
biological_process

1.000000
1144 / 11464

GO:0008152
metabolic process

0.130113
699 / 6822

GO:0009058
biosynthetic process

0.110584
419 / 4006

GO:0009059
macromolecule biosynthetic process

0.001004
293 / 2514

GO:0009719
response to endogenous stimulus

1.25e−13
156 / 879

GO:0009725
response to hormone

2.49e−10
132 / 776

GO:0009889
regulation of biosynthetic process

2.55e−06
179 / 1304

GO:0009987
cellular process

0.174042
739 / 7255

GO:0010033
response to organic substance

7.65e−09
205 / 1421

GO:0010467
gene expression

1.69e−05
265 / 2120

GO:0010468
regulation of gene expression

1.73e−06
183 / 1331

GO:0010556
regulation of macromolecule biosynthetic process

3.66e−07
176 / 1241

GO:0016070
RNA metabolic process

9.29e−05
251 / 2040

GO:0018130
heterocycle biosynthetic process

6.93e−05
226 / 1802

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

3.87e−07
176 / 1242

GO:0019222
regulation of metabolic process

0.000215
210 / 1688

GO:0019438
aromatic compound biosynthetic process

0.000751
228 / 1893

GO:0031323
regulation of cellular metabolic process

1.69e−07
201 / 1442

GO:0031326
regulation of cellular biosynthetic process

2.68e−07
179 / 1261

GO:0032774
RNA biosynthetic process

6.62e−06
178 / 1315

GO:0034641
cellular nitrogen compound metabolic process

0.000402
342 / 2945

GO:0034645
cellular macromolecule biosynthetic process

0.001470
287 / 2472

GO:0034654
nucleobase−containing compound biosynthetic process

3.05e−05
204 / 1581

GO:0042221
response to chemical

7.73e−06
248 / 1944

GO:0043170
macromolecule metabolic process

0.047691
484 / 4582

GO:0044237
cellular metabolic process

0.134703
599 / 5820

GO:0044238
primary metabolic process

0.194426
598 / 5849

GO:0044249
cellular biosynthetic process

0.111016
391 / 3729

GO:0044260
cellular macromolecule metabolic process

0.013071
466 / 4317

GO:0044271
cellular nitrogen compound biosynthetic process

7.25e−05
224 / 1785

GO:0046483
heterocycle metabolic process

0.000199
344 / 2938

GO:0050789
regulation of biological process

0.000442
339 / 2920

GO:0050794
regulation of cellular process

1.91e−05
306 / 2503

GO:0050896
response to stimulus

4.78e−05
413 / 3547

GO:0051171
regulation of nitrogen compound metabolic process

2.53e−07
179 / 1260

GO:0051252
regulation of RNA metabolic process

1.57e−07
168 / 1158

GO:0060255
regulation of macromolecule metabolic process

2.46e−06
196 / 1452

GO:0065007
biological regulation

0.000467
365 / 3171

GO:0071704
organic substance metabolic process

0.139640
637 / 6205

GO:0080090
regulation of primary metabolic process

1.60e−07
198 / 1415

GO:0090304
nucleic acid metabolic process

0.000810
278 / 2364

GO:0097659
nucleic acid−templated transcription

5.74e−06
178 / 1312

GO:1901360
organic cyclic compound metabolic process

0.001602
363 / 3203

GO:1901362
organic cyclic compound biosynthetic process

0.001379
242 / 2045

GO:1901576
organic substance biosynthetic process

0.032887
414 / 3863

GO:1903506
regulation of nucleic acid−templated transcription

1.17e−07
168 / 1153

GO:2000112
regulation of cellular macromolecule biosynthetic process

3.66e−07
176 / 1241

GO:2001141
regulation of RNA biosynthetic process

1.17e−07
168 / 1153


