
GO:0006081
cellular aldehyde metabolic process

4.99e−06
26 / 307

GO:0006082
organic acid metabolic process

0.000238
58 / 1153

GO:0006090
pyruvate metabolic process

2.69e−05
24 / 298

GO:0006629
lipid metabolic process

0.010620
42 / 921

GO:0006644
phospholipid metabolic process

0.000160
23 / 313

GO:0006720
isoprenoid metabolic process

0.002556
20 / 315

GO:0006793
phosphorus metabolic process

0.005945
62 / 1430

GO:0006796
phosphate−containing compound metabolic process

0.009510
59 / 1378

GO:0007275
multicellular organismal development

0.024236
75 / 1906

GO:0008150
biological_process

1.000000
319 / 10028

GO:0008152
metabolic process

0.028075
209 / 6041

GO:0008299
isoprenoid biosynthetic process

0.001820
20 / 306

GO:0008610
lipid biosynthetic process

0.001466
34 / 625

GO:0008654
phospholipid biosynthetic process

3.25e−05
23 / 282

GO:0009058
biosynthetic process

3.61e−05
149 / 3600

GO:0009240
isopentenyl diphosphate biosynthetic process

1.64e−05
18 / 180

GO:0009653
anatomical structure morphogenesis

0.007321
43 / 927

GO:0009791
post−embryonic development

0.090787
47 / 1218

GO:0009886
post−embryonic morphogenesis

0.000121
22 / 287

GO:0009888
tissue development

0.033528
31 / 693

GO:0009987
cellular process

0.005706
223 / 6328

GO:0010016
shoot system morphogenesis

2.54e−05
24 / 297

GO:0010103
stomatal complex morphogenesis

3.00e−06
15 / 114

GO:0010374
stomatal complex development

6.54e−05
16 / 164

GO:0019288
isopentenyl diphosphate biosynthetic process, methylerythrit...

1.20e−05
18 / 176

GO:0019637
organophosphate metabolic process

7.65e−05
41 / 692

GO:0019682
glyceraldehyde−3−phosphate metabolic process

6.76e−06
23 / 256

GO:0019752
carboxylic acid metabolic process

0.000792
54 / 1104

GO:0032501
multicellular organismal process

0.042114
77 / 2017

GO:0032502
developmental process

0.025568
82 / 2115

GO:0032787
monocarboxylic acid metabolic process

0.004674
37 / 748

GO:0043436
oxoacid metabolic process

0.000415
57 / 1152

GO:0044237
cellular metabolic process

0.004035
187 / 5133

GO:0044238
primary metabolic process

0.010972
187 / 5232

GO:0044249
cellular biosynthetic process

0.000181
136 / 3316

GO:0044255
cellular lipid metabolic process

0.056447
31 / 726

GO:0044281
small molecule metabolic process

0.000127
78 / 1650

GO:0044699
single−organism process

0.072235
195 / 5716

GO:0044707
single−multicellular organism process

0.015657
77 / 1926

GO:0044710
single−organism metabolic process

0.003509
130 / 3359

GO:0044711
single−organism biosynthetic process

5.36e−05
87 / 1850

GO:0044763
single−organism cellular process

0.014161
160 / 4411

GO:0044767
single−organism developmental process

0.033046
80 / 2081

GO:0046490
isopentenyl diphosphate metabolic process

1.64e−05
18 / 180

GO:0048367
shoot system development

0.001765
39 / 756

GO:0048731
system development

0.021283
61 / 1493

GO:0048856
anatomical structure development

0.042571
74 / 1930

GO:0071704
organic substance metabolic process

0.011426
196 / 5523

GO:0090407
organophosphate biosynthetic process

7.42e−05
34 / 531

GO:0090558
plant epidermis development

0.049613
19 / 397

GO:0090626
plant epidermis morphogenesis

0.000543
16 / 197

GO:1901135
carbohydrate derivative metabolic process

0.000573
41 / 761

GO:1901576
organic substance biosynthetic process

2.38e−05
146 / 3485


