
GO:0000166
nucleotide binding

0.962080
16 / 1966

GO:0001882
nucleoside binding

0.857595
13 / 1415

GO:0001883
purine nucleoside binding

0.856252
13 / 1413

GO:0003674
molecular_function

1.000000
140 / 11980

GO:0003676
nucleic acid binding

0.243169
23 / 1687

GO:0003677
DNA binding

0.014806
21 / 1087

GO:0003824
catalytic activity

0.980863
44 / 4730

GO:0005488
binding

0.574452
66 / 5700

GO:0016740
transferase activity

0.986838
13 / 1832

GO:0016757
transferase activity, transferring glycosyl groups

0.349499
5 / 333

GO:0016758
transferase activity, transferring hexosyl groups

0.125396
5 / 226

GO:0016759
cellulose synthase activity

0.001781
3 / 21

GO:0017076
purine nucleotide binding

0.859591
13 / 1418

GO:0030554
adenyl nucleotide binding

0.724708
13 / 1261

GO:0032549
ribonucleoside binding

0.857595
13 / 1415

GO:0032550
purine ribonucleoside binding

0.856252
13 / 1413

GO:0032553
ribonucleotide binding

0.864810
13 / 1426

GO:0032555
purine ribonucleotide binding

0.856924
13 / 1414

GO:0032559
adenyl ribonucleotide binding

0.723647
13 / 1260

GO:0036094
small molecule binding

0.970265
16 / 2009

GO:0043167
ion binding
0.879338
31 / 3125

GO:0043168
anion binding

0.968188
13 / 1693

GO:0043531
ADP binding

0.000675
6 / 91

GO:0045735
nutrient reservoir activity

0.011256
3 / 40

GO:0046527
glucosyltransferase activity

0.014249
4 / 80

GO:0097159
organic cyclic compound binding

0.865307
37 / 3633

GO:0097367
carbohydrate derivative binding

0.876607
13 / 1445

GO:1901265
nucleoside phosphate binding

0.962080
16 / 1966

GO:1901363
heterocyclic compound binding

0.861569
37 / 3625


