
GO:0003674
molecular_function

1.000000
287 / 7652

GO:0003676
nucleic acid binding

0.382334
40 / 1011

GO:0003723
RNA binding

0.025033
17 / 270

GO:0003727
single−stranded RNA binding

0.000540
5 / 19

GO:0005215
transporter activity

0.026052
25 / 443

GO:0005488
binding

0.027251
147 / 3481

GO:0008187
poly−pyrimidine tract binding

0.000158
5 / 15

GO:0008266
poly(U) RNA binding

0.000158
5 / 15

GO:0008320
protein transmembrane transporter activity

0.000306
5 / 17

GO:0008565
protein transporter activity

0.006280
5 / 32

GO:0015399
primary active transmembrane transporter activity

4.29e−05
12 / 81

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

3.78e−05
12 / 80

GO:0015450
P−P−bond−hydrolysis−driven protein transmembrane transporter...

0.000223
5 / 16

GO:0022804
active transmembrane transporter activity

0.012338
15 / 210

GO:0022857
transmembrane transporter activity

0.025041
22 / 376

GO:0022884
macromolecule transmembrane transporter activity

0.000306
5 / 17

GO:0022891
substrate−specific transmembrane transporter activity

0.064268
17 / 304

GO:0022892
substrate−specific transporter activity

0.118494
17 / 332

GO:0097159
organic cyclic compound binding

0.011161
102 / 2239

GO:1901363
heterocyclic compound binding

0.010868
102 / 2237


