
GO:0000166
nucleotide binding

0.062490
48 / 1938

GO:0001882
nucleoside binding

0.003817
42 / 1389

GO:0001883
purine nucleoside binding

0.003576
42 / 1384

GO:0003674
molecular_function

1.000000
229 / 11453

GO:0003824
catalytic activity

0.050432
104 / 4572

GO:0005215
transporter activity

0.084755
20 / 720

GO:0005488
binding

0.230776
116 / 5501

GO:0008324
cation transmembrane transporter activity

0.188802
7 / 234

GO:0015075
ion transmembrane transporter activity

0.195983
10 / 365

GO:0015077
monovalent inorganic cation transmembrane transporter activi...

0.202449
4 / 116

GO:0015078
hydrogen ion transmembrane transporter activity

0.081691
4 / 82

GO:0015399
primary active transmembrane transporter activity

0.023890
7 / 142

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.023890
7 / 142

GO:0016462
pyrophosphatase activity

0.021794
17 / 497

GO:0016787
hydrolase activity

0.086092
40 / 1615

GO:0016817
hydrolase activity, acting on acid anhydrides

0.026668
17 / 509

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.022943
17 / 500

GO:0016820
hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.005602
7 / 107

GO:0016887
ATPase activity

0.073724
10 / 296

GO:0017076
purine nucleotide binding

0.002156
43 / 1388

GO:0017111
nucleoside−triphosphatase activity

0.033626
16 / 484

GO:0019829
cation−transporting ATPase activity

0.008097
4 / 40

GO:0022804
active transmembrane transporter activity

0.030134
11 / 288

GO:0022857
transmembrane transporter activity

0.072293
16 / 537

GO:0022890
inorganic cation transmembrane transporter activity

0.425076
4 / 166

GO:0022891
substrate−specific transmembrane transporter activity

0.116006
13 / 449

GO:0022892
substrate−specific transporter activity

0.267339
13 / 532

GO:0030554
adenyl nucleotide binding

0.000694
41 / 1231

GO:0032549
ribonucleoside binding

0.003768
42 / 1388

GO:0032550
purine ribonucleoside binding

0.003576
42 / 1384

GO:0032553
ribonucleotide binding

0.002540
43 / 1400

GO:0032555
purine ribonucleotide binding

0.002068
43 / 1385

GO:0032559
adenyl ribonucleotide binding

0.000683
41 / 1230

GO:0036094
small molecule binding

0.085895
48 / 1984

GO:0036442
hydrogen−exporting ATPase activity

0.001022
4 / 23

GO:0042623
ATPase activity, coupled

0.027402
9 / 213

GO:0042625
ATPase activity, coupled to transmembrane movement of ions

0.021233
4 / 53

GO:0042626
ATPase activity, coupled to transmembrane movement of substa...

0.005324
7 / 106

GO:0043167
ion binding
0.003605
79 / 3018

GO:0043168
anion binding

0.004253
48 / 1652

GO:0043492
ATPase activity, coupled to movement of substances

0.005324
7 / 106

GO:0043531
ADP binding

0.000340
8 / 87

GO:0044769
ATPase activity, coupled to transmembrane movement of ions, ...

0.000713
4 / 21

GO:0046961
proton−transporting ATPase activity, rotational mechanism

0.000382
4 / 18

GO:0097159
organic cyclic compound binding

0.297477
75 / 3544

GO:0097367
carbohydrate derivative binding

0.001919
44 / 1421

GO:1901265
nucleoside phosphate binding

0.062490
48 / 1938

GO:1901363
heterocyclic compound binding

0.286499
75 / 3533


