
GO:0003674
molecular_function

1.000000
1175 / 9429

GO:0003676
nucleic acid binding

0.000637
216 / 1426

GO:0005488
binding

0.001859
618 / 4582

GO:0005515
protein binding

8.21e−07
222 / 1333

GO:0031072
heat shock protein binding

0.000156
19 / 63

GO:0051082
unfolded protein binding

0.001549
15 / 53

GO:0097159
organic cyclic compound binding

0.047948
396 / 2974

GO:1901363
heterocyclic compound binding

0.070120
392 / 2965


