
GO:0000166

nucleotide binding

0.03274
127 / 916

GO:0001882

nucleoside binding

0.01436

93 / 629

GO:0001883

purine nucleoside binding

0.01321
93 / 627

GO:0003674

molecular_function

1.00000

651 / 5431

GO:0003735

structural constituent of ribosome

< 1e−20
91 / 254

GO:0003824

catalytic activity

0.31656

290 / 2368

GO:0004518

nuclease activity

0.01529
13 / 57

GO:0004527

exonuclease activity

0.00226

7 / 17

GO:0005198

structural molecule activity

< 1e−20

95 / 286

GO:0005488

binding

0.06958

326 / 2568

GO:0005524

ATP binding

0.00191

85 / 528

GO:0016787

hydrolase activity

0.34328
104 / 835

GO:0016788

hydrolase activity, acting on ester bonds

0.18840

35 / 251

GO:0017076

purine nucleotide binding

0.01496

93 / 630

GO:0030554

adenyl nucleotide binding

0.00267

88 / 556

GO:0032549

ribonucleoside binding

0.01436
93 / 629

GO:0032550

purine ribonucleoside binding

0.01321

93 / 627

GO:0032553

ribonucleotide binding

0.01690

93 / 633

GO:0032555

purine ribonucleotide binding

0.01321

93 / 627

GO:0032559

adenyl ribonucleotide binding

0.00239

88 / 554

GO:0035639

purine ribonucleoside triphosphate binding

0.01150
90 / 601

GO:0036094

small molecule binding

0.03944
129 / 938

GO:0043167

ion binding

0.09330
169 / 1293

GO:0043168

anion binding

0.08364

101 / 743

GO:0097159

organic cyclic compound binding

0.02082
229 / 1716

GO:0097367

carbohydrate derivative binding

0.02226
93 / 640

GO:1901265

nucleoside phosphate binding

0.03274

127 / 916

GO:1901363

heterocyclic compound binding

0.02028
229 / 1715


