
GO:0006139

nucleobase−containing compound metabolic process

0.098039

169 / 1713

GO:0006325

chromatin organization

0.000107

35 / 201

GO:0006396

RNA processing

1.30e−05

47 / 276

GO:0006725

cellular aromatic compound metabolic process

0.101807

189 / 1931

GO:0006807

nitrogen compound metabolic process

0.351683

193 / 2077

GO:0006996

organelle organization

0.504492

80 / 878

GO:0008150

biological_process

1.000000

545 / 6005

GO:0008152

metabolic process

0.662087

360 / 4009

GO:0009987

cellular process

0.293153

379 / 4108

GO:0010467

gene expression

3.96e−05

158 / 1323

GO:0016043

cellular component organization

0.140150

121 / 1221

GO:0016070

RNA metabolic process

0.012742

148 / 1391

GO:0016568

chromatin modification

3.45e−06

33 / 158

GO:0016569

covalent chromatin modification

4.11e−06

31 / 145

GO:0032259

methylation

3.24e−08

50 / 248

GO:0034641

cellular nitrogen compound metabolic process

0.180996

182 / 1896

GO:0043170

macromolecule metabolic process

0.070762

257 / 2647

GO:0043412

macromolecule modification

0.000201

129 / 1073

GO:0043414

macromolecule methylation

1.85e−08

50 / 244

GO:0043933

macromolecular complex subunit organization

0.039494

56 / 491

GO:0044237

cellular metabolic process

0.463645

316 / 3465

GO:0044238

primary metabolic process

0.616733

309 / 3435

GO:0044260

cellular macromolecule metabolic process

0.020283

248 / 2479

GO:0046483

heterocycle metabolic process

0.167042

181 / 1879

GO:0051276

chromosome organization

0.003077

36 / 249

GO:0071704

organic substance metabolic process

0.419362

336 / 3672

GO:0071840

cellular component organization or biogenesis

0.057823

142 / 1395

GO:0090304

nucleic acid metabolic process

0.033556

155 / 1506

GO:1901360

organic cyclic compound metabolic process

0.203417

193 / 2025


