
GO:0006461
protein complex assembly

0.006649
82 / 446

GO:0006810
transport
0.897973

307 / 2305

GO:0006863
purine nucleobase transport

1.01e−06
33 / 99

GO:0006950
response to stress

0.714935
375 / 2715

GO:0008150
biological_process

1.000000
1936 / 13696

GO:0010033
response to organic substance

0.274941
271 / 1855

GO:0010583
response to cyclopentenone

0.000154
32 / 118

GO:0014070
response to organic cyclic compound

0.394680
82 / 562

GO:0015851
nucleobase transport

1.01e−06
33 / 99

GO:0016043
cellular component organization

0.737244
305 / 2222

GO:0022607
cellular component assembly

0.001419
107 / 575

GO:0034622
cellular macromolecular complex assembly

0.033122
71 / 407

GO:0035966
response to topologically incorrect protein

0.027240
62 / 346

GO:0042221
response to chemical

0.558703
356 / 2532

GO:0043248
proteasome assembly

0.000660
40 / 170

GO:0043623
cellular protein complex assembly

0.018696
65 / 358

GO:0043933
macromolecular complex subunit organization

0.356558
115 / 786

GO:0044085
cellular component biogenesis

0.091112
134 / 851

GO:0044699
single−organism process

0.301623
1053 / 7371

GO:0044765
single−organism transport

0.409312
287 / 2004

GO:0050896
response to stimulus

0.957831
583 / 4352

GO:0051179
localization
0.911822

327 / 2459

GO:0051234
establishment of localization

0.911896
307 / 2314

GO:0051788
response to misfolded protein

0.000660
40 / 170

GO:0065003
macromolecular complex assembly

0.012690
83 / 464

GO:0070271
protein complex biogenesis

0.007044
82 / 447

GO:0071702
organic substance transport

0.680458
179 / 1303

GO:0071705
nitrogen compound transport

0.035558
98 / 583

GO:0071822
protein complex subunit organization

0.021758
86 / 494

GO:0071840
cellular component organization or biogenesis

0.868005
328 / 2440

GO:1902578
single−organism localization

0.401268
290 / 2023


