
GO:0003674
molecular_function

1.000000
3196 / 13986

GO:0003824
catalytic activity

0.944183
1209 / 5457

GO:0004175
endopeptidase activity

0.035084
54 / 188

GO:0004298
threonine−type endopeptidase activity

7.72e−09
18 / 22

GO:0005488
binding

0.708589
1480 / 6534

GO:0005515
protein binding

0.065867
429 / 1766

GO:0008233
peptidase activity

0.235920
82 / 333

GO:0016491
oxidoreductase activity

0.214988
254 / 1064

GO:0016787
hydrolase activity

0.729678
424 / 1899

GO:0019899
enzyme binding

0.002593
37 / 105

GO:0019900
kinase binding

0.000356
24 / 54

GO:0019901
protein kinase binding

0.000253
23 / 50

GO:0051213
dioxygenase activity

0.000728
40 / 109

GO:0070003
threonine−type peptidase activity

7.72e−09
18 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.185841
80 / 319


