
GO:0000166
nucleotide binding

0.055874
180 / 987

GO:0001882
nucleoside binding

0.007110
138 / 696

GO:0001883
purine nucleoside binding

0.007726
137 / 692

GO:0003674
molecular_function

1.000000
947 / 5751

GO:0003824
catalytic activity

2.82e−06
484 / 2550

GO:0005488
binding

0.049816
474 / 2735

GO:0005524
ATP binding

0.000371
126 / 583

GO:0016301
kinase activity

0.000582
87 / 382

GO:0016740
transferase activity

0.002055
186 / 942

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.000792
100 / 454

GO:0017076
purine nucleotide binding

0.009464
137 / 696

GO:0030554
adenyl nucleotide binding

0.002358
128 / 621

GO:0032549
ribonucleoside binding

0.007110
138 / 696

GO:0032550
purine ribonucleoside binding

0.007726
137 / 692

GO:0032553
ribonucleotide binding

0.010452
137 / 698

GO:0032555
purine ribonucleotide binding

0.007726
137 / 692

GO:0032559
adenyl ribonucleotide binding

0.001955
128 / 618

GO:0035639
purine ribonucleoside triphosphate binding

0.002018
135 / 657

GO:0036094
small molecule binding

0.058848
184 / 1012

GO:0043167
ion binding
0.001264
270 / 1412

GO:0043168
anion binding

0.001239
165 / 815

GO:0048037
cofactor binding

0.000139
40 / 138

GO:0097159
organic cyclic compound binding

0.091219
318 / 1822

GO:0097367
carbohydrate derivative binding

0.011729
138 / 706

GO:1901265
nucleoside phosphate binding

0.055874
180 / 987

GO:1901363
heterocyclic compound binding

0.085137
318 / 1819


