
GO:0006461

protein complex assembly

5.77e−11

138 / 465

GO:0006508

proteolysis

0.000500

153 / 680

GO:0006511

ubiquitin−dependent protein catabolic process

2.22e−08

103 / 349

GO:0006950

response to stress

0.577995

494 / 2824

GO:0008150

biological_process

1.000000

2508 / 14247

GO:0008152

metabolic process

0.985036

1352 / 7956

GO:0009056

catabolic process

0.000286

283 / 1340

GO:0009057

macromolecule catabolic process

3.25e−05

138 / 571

GO:0009987

cellular process

0.847445

1472 / 8489

GO:0010033

response to organic substance

0.951615

304 / 1868

GO:0010498

proteasomal protein catabolic process

2.14e−07

63 / 192

GO:0016043

cellular component organization

0.000281

467 / 2317

GO:0019538

protein metabolic process

0.739453

531 / 3082

GO:0019941

modification−dependent protein catabolic process

2.47e−08

104 / 354

GO:0022607

cellular component assembly

1.16e−10

167 / 598

GO:0030163

protein catabolic process

1.25e−06

118 / 445

GO:0034622

cellular macromolecular complex assembly

7.06e−10

126 / 428

GO:0035966

response to topologically incorrect protein

0.001726

83 / 348

GO:0042221

response to chemical

0.963982

423 / 2578

GO:0043161

proteasome−mediated ubiquitin−dependent protein catabolic pr...

4.86e−11

51 / 117

GO:0043170

macromolecule metabolic process

0.728232

901 / 5191

GO:0043248

proteasome assembly

1.32e−11

67 / 170

GO:0043623

cellular protein complex assembly

1.68e−08

105 / 356

GO:0043632

modification−dependent macromolecule catabolic process

2.47e−08

104 / 354

GO:0043933

macromolecular complex subunit organization

6.73e−08

208 / 844

GO:0044085

cellular component biogenesis

0.000138

203 / 914

GO:0044237

cellular metabolic process

0.963473

1127 / 6630

GO:0044238

primary metabolic process

0.971704

1126 / 6639

GO:0044248

cellular catabolic process

0.000256

239 / 1109

GO:0044257

cellular protein catabolic process

8.88e−07

116 / 433

GO:0044260

cellular macromolecule metabolic process

0.713387

853 / 4912

GO:0044265

cellular macromolecule catabolic process

1.10e−05

135 / 545

GO:0044267

cellular protein metabolic process

0.629135

493 / 2832

GO:0050896

response to stimulus

0.958611

762 / 4534

GO:0051603

proteolysis involved in cellular protein catabolic process

6.90e−07

116 / 431

GO:0051788

response to misfolded protein

1.32e−11

67 / 170

GO:0065003

macromolecular complex assembly

8.74e−11

142 / 485

GO:0070271

protein complex biogenesis

5.77e−11

138 / 465

GO:0071704

organic substance metabolic process

0.996714

1193 / 7125

GO:0071822

protein complex subunit organization

1.20e−09

146 / 520

GO:0071840

cellular component organization or biogenesis

0.007226

496 / 2570

GO:1901575

organic substance catabolic process

0.000516

240 / 1127


