
GO:0000166
nucleotide binding

0.045553
165 / 908

GO:0001882
nucleoside binding

0.024374
119 / 624

GO:0001883
purine nucleoside binding

0.026387
118 / 620

GO:0003674
molecular_function

1.000000
852 / 5252

GO:0003824
catalytic activity

2.31e−06
447 / 2376

GO:0005488
binding

0.131437
421 / 2500

GO:0005524
ATP binding

0.001020
110 / 519

GO:0016740
transferase activity

2.68e−05
183 / 871

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.000881
93 / 425

GO:0017076
purine nucleotide binding

0.031504
118 / 624

GO:0030554
adenyl nucleotide binding

0.002258
113 / 547

GO:0032549
ribonucleoside binding

0.024374
119 / 624

GO:0032550
purine ribonucleoside binding

0.026387
118 / 620

GO:0032553
ribonucleotide binding

0.035842
118 / 627

GO:0032555
purine ribonucleotide binding

0.026387
118 / 620

GO:0032559
adenyl ribonucleotide binding

0.001850
113 / 544

GO:0035639
purine ribonucleoside triphosphate binding

0.018305
115 / 595

GO:0036094
small molecule binding

0.023506
172 / 931

GO:0043167
ion binding
0.000925

251 / 1319

GO:0043168
anion binding

0.002309
149 / 749

GO:0097159
organic cyclic compound binding

0.454761
271 / 1659

GO:0097367
carbohydrate derivative binding

0.023823
121 / 635

GO:1901265
nucleoside phosphate binding

0.045553
165 / 908

GO:1901363
heterocyclic compound binding

0.449583
271 / 1658


