
GO:0003674

molecular_function

1.000000

526 / 6103

GO:0003824

catalytic activity

7.70e−07

290 / 2749

GO:0005215

transporter activity

0.001225

52 / 397

GO:0015399

primary active transmembrane transporter activity

0.001909

14 / 69

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.001909

14 / 69

GO:0016462

pyrophosphatase activity

0.153407

28 / 266

GO:0016740

transferase activity

1.81e−06

126 / 1000

GO:0016787

hydrolase activity

0.129316

93 / 968

GO:0016817

hydrolase activity, acting on acid anhydrides

0.093346

30 / 272

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.116543

29 / 268

GO:0016820

hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.000342

13 / 52

GO:0016887

ATPase activity

0.024777

20 / 146

GO:0017111

nucleoside−triphosphatase activity

0.243414

25 / 250

GO:0022804

active transmembrane transporter activity

0.006261

25 / 172

GO:0022857

transmembrane transporter activity

0.002359

43 / 323

GO:0042623

ATPase activity, coupled

0.042313

16 / 117

GO:0042626

ATPase activity, coupled to transmembrane movement of substa...

0.000342

13 / 52

GO:0043492

ATPase activity, coupled to movement of substances

0.000342

13 / 52


