
GO:0000975
regulatory region DNA binding

0.023843
2 / 18

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.009113
2 / 11

GO:0001067
regulatory region nucleic acid binding

0.023843
2 / 18

GO:0001071
nucleic acid binding transcription factor activity

0.000136
23 / 747

GO:0003674
molecular_function

1.000000
128 / 9520

GO:0003676
nucleic acid binding

0.018223
27 / 1337

GO:0003677
DNA binding

0.008919
20 / 846

GO:0003700
sequence−specific DNA binding transcription factor activity

0.000136
23 / 747

GO:0005215
transporter activity

0.892970
5 / 575

GO:0005488
binding

0.369712
61 / 4362

GO:0015144
carbohydrate transmembrane transporter activity

0.021594
4 / 79

GO:0022857
transmembrane transporter activity

0.786313
5 / 484

GO:0022891
substrate−specific transmembrane transporter activity

0.783864
4 / 395

GO:0022892
substrate−specific transporter activity

0.839043
4 / 432

GO:0043565
sequence−specific DNA binding

0.029789
6 / 174

GO:0044212
transcription regulatory region DNA binding

0.023843
2 / 18

GO:0051119
sugar transmembrane transporter activity

0.016629
4 / 73

GO:0097159
organic cyclic compound binding

0.451748
39 / 2822

GO:1901363
heterocyclic compound binding

0.444463
39 / 2815

GO:1901476
carbohydrate transporter activity

0.021594
4 / 79


