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molecular_function
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65 / 8265

GO:0003676
nucleic acid binding

0.0104
17 / 1208

GO:0003824
catalytic activity

0.4837
27 / 3353

GO:0004386
helicase activity

0.0182
3 / 71

GO:0005488
binding
0.1784

35 / 3917

GO:0008194
UDP−glycosyltransferase activity

0.0449
3 / 101

GO:0016462
pyrophosphatase activity

0.1560
5 / 363

GO:0016740
transferase activity

0.3764
12 / 1356

GO:0016757
transferase activity, transferring glycosyl groups

0.0645
5 / 275

GO:0016758
transferase activity, transferring hexosyl groups

0.0139
5 / 182

GO:0016787
hydrolase activity

0.0333
15 / 1162

GO:0016817
hydrolase activity, acting on acid anhydrides

0.1650
5 / 370

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.1611
5 / 367

GO:0017111
nucleoside−triphosphatase activity

0.2942
4 / 349

GO:0097159
organic cyclic compound binding

0.1123
25 / 2540

GO:1901363
heterocyclic compound binding

0.1103
25 / 2535


