
GO:0003674
molecular_function

1.000000
1865 / 9251

GO:0003676
nucleic acid binding

0.582538
282 / 1411

GO:0003723
RNA binding

0.000105
112 / 403

GO:0003824
catalytic activity

0.163363
736 / 3557

GO:0005215
transporter activity

0.460827
113 / 554

GO:0005342
organic acid transmembrane transporter activity

0.000740
20 / 49

GO:0005488
binding

0.369082
873 / 4296

GO:0008028
monocarboxylic acid transmembrane transporter activity

8.19e−05
8 / 10

GO:0008509
anion transmembrane transporter activity

0.026613
31 / 110

GO:0008514
organic anion transmembrane transporter activity

0.002720
25 / 72

GO:0015075
ion transmembrane transporter activity

0.205078
67 / 302

GO:0016829
lyase activity

0.002970
42 / 139

GO:0016835
carbon−oxygen lyase activity

0.001010
22 / 57

GO:0022857
transmembrane transporter activity

0.223286
95 / 438

GO:0022891
substrate−specific transmembrane transporter activity

0.106094
85 / 372

GO:0022892
substrate−specific transporter activity

0.140478
93 / 416

GO:0046943
carboxylic acid transmembrane transporter activity

0.000740
20 / 49

GO:0097159
organic cyclic compound binding

0.752929
531 / 2691

GO:1901363
heterocyclic compound binding

0.777517
528 / 2683


