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regulation of cyclin−dependent protein serine/threonine kina...

0.04706
2 / 32

GO:0001708
cell fate specification

0.00861
3 / 39

GO:0001932
regulation of protein phosphorylation

0.07309
2 / 41

GO:0001933
negative regulation of protein phosphorylation

0.01961
2 / 20

GO:0006464
cellular protein modification process

0.30011
17 / 1354

GO:0006468
protein phosphorylation

0.21707
9 / 609

GO:0006469
negative regulation of protein kinase activity

0.01777
2 / 19

GO:0006793
phosphorus metabolic process

0.68062
12 / 1212

GO:0006796
phosphate−containing compound metabolic process

0.63968
12 / 1177

GO:0007049
cell cycle
0.28424
7 / 490

GO:0007275
multicellular organismal development

0.14864
25 / 1865

GO:0008150
biological_process

1.00000
108 / 9928

GO:0008152
metabolic process

0.55985
60 / 5539

GO:0009892
negative regulation of metabolic process

0.03340
9 / 408

GO:0009987
cellular process

0.58255
62 / 5749

GO:0010563
negative regulation of phosphorus metabolic process

0.02152
2 / 21

GO:0010605
negative regulation of macromolecule metabolic process

0.03942
8 / 355

GO:0016310
phosphorylation

0.20441
10 / 680

GO:0019220
regulation of phosphate metabolic process

0.10180
3 / 103

GO:0019222
regulation of metabolic process

0.12715
22 / 1578

GO:0019538
protein metabolic process

0.24942
24 / 1912

GO:0030154
cell differentiation

0.10559
11 / 663

GO:0031323
regulation of cellular metabolic process

0.06098
21 / 1365

GO:0031324
negative regulation of cellular metabolic process

0.01098
8 / 279

GO:0031399
regulation of protein modification process

0.10629
3 / 105

GO:0031400
negative regulation of protein modification process

0.02351
2 / 22

GO:0032268
regulation of cellular protein metabolic process

0.06480
4 / 139

GO:0032269
negative regulation of cellular protein metabolic process

0.05813
2 / 36

GO:0032501
multicellular organismal process

0.22730
26 / 2060

GO:0032502
developmental process

0.23253
27 / 2154

GO:0033673
negative regulation of kinase activity

0.01777
2 / 19

GO:0036211
protein modification process

0.30011
17 / 1354

GO:0042325
regulation of phosphorylation

0.07622
2 / 42

GO:0042326
negative regulation of phosphorylation

0.01961
2 / 20

GO:0043086
negative regulation of catalytic activity

0.03362
3 / 65

GO:0043170
macromolecule metabolic process

0.30914
43 / 3681

GO:0043412
macromolecule modification

0.52181
17 / 1546

GO:0043549
regulation of kinase activity

0.06398
2 / 38

GO:0044092
negative regulation of molecular function

0.04200
3 / 71

GO:0044237
cellular metabolic process

0.76091
46 / 4519

GO:0044238
primary metabolic process

0.58903
50 / 4658

GO:0044260
cellular macromolecule metabolic process

0.26812
41 / 3446

GO:0044267
cellular protein metabolic process

0.22172
22 / 1706

GO:0044699
single−organism process

0.65168
56 / 5286

GO:0044707
single−multicellular organism process

0.16115
25 / 1884

GO:0044763
single−organism cellular process

0.86240
39 / 4048

GO:0044767
single−organism developmental process

0.19889
27 / 2110

GO:0045165
cell fate commitment

0.01276
3 / 45

GO:0045736
negative regulation of cyclin−dependent protein serine/threo...

0.00980
2 / 14

GO:0045786
negative regulation of cell cycle

0.03934
2 / 29

GO:0045859
regulation of protein kinase activity

0.06398
2 / 38

GO:0045936
negative regulation of phosphate metabolic process

0.02152
2 / 21

GO:0048366
leaf development

0.01005
7 / 220

GO:0048367
shoot system development

0.24573
11 / 795

GO:0048519
negative regulation of biological process

0.11609
10 / 599

GO:0048523
negative regulation of cellular process

0.02080
9 / 375

GO:0048731
system development

0.23252
19 / 1460

GO:0048827
phyllome development

0.29982
7 / 499

GO:0048856
anatomical structure development

0.31576
24 / 1985

GO:0048869
cellular developmental process

0.09974
13 / 809

GO:0050789
regulation of biological process

0.07962
34 / 2493

GO:0050790
regulation of catalytic activity

0.25254
3 / 160

GO:0050794
regulation of cellular process

0.02852
32 / 2133

GO:0051174
regulation of phosphorus metabolic process

0.10180
3 / 103

GO:0051246
regulation of protein metabolic process

0.06896
4 / 142

GO:0051248
negative regulation of protein metabolic process

0.05813
2 / 36

GO:0051338
regulation of transferase activity

0.07001
2 / 40

GO:0051348
negative regulation of transferase activity

0.01777
2 / 19

GO:0051726
regulation of cell cycle

0.05207
5 / 186

GO:0060255
regulation of macromolecule metabolic process

0.07039
21 / 1388

GO:0065007
biological regulation

0.18637
34 / 2704

GO:0065009
regulation of molecular function

0.32373
3 / 184

GO:0071704
organic substance metabolic process

0.65664
52 / 4926

GO:0071900
regulation of protein serine/threonine kinase activity

0.06103
2 / 37

GO:0071901
negative regulation of protein serine/threonine kinase activ...

0.01777
2 / 19

GO:0080090
regulation of primary metabolic process

0.05608
21 / 1352


